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Cell free extracts of Methanobacterium thermoautrophicum were found to catalyze the reduction of CDP 
and GDP provided that the cells were harvested, disrupted and the extracts assayed under strictly anaerobic 
conditions. Ribonucleotide reduction is not affected by adenosylcobalamin and cell extracts do not catalyze 
the tritium exchange reaction between [5-3Hz]adenosylcobalamin and water. The reduction of CDP requires 
ATP and that of GDP requires dTTP as positive allosteric effectors. In contrast, dATP at low concentration 

stimulates CDP reduction while at higher concentrations it inhibits the reductase reaction. 
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1. I N T R O D U C T I O N  

Ribonucleotide reductases (EC 1.17.4) catalyze 
the irreversible reduction of  the four common 
ribonucleoside 5 ' -phosphates  to the corresponding 
2 '-deoxyribonucleoside 5 ' -phosphates ,  an essen- 
tial and rate-controlling step in DNA synthesis and 
cell proliferation [1-3]. Thus far three types of  
reductases have been described. The non-heme- 
iron reductase first isolated f rom Escherichia coli 
contains 2 /z-oxo bridged antiferromagnetically 
coupled iron(III)  ions and a tyrosyl radical as 
prosthetic groups. This type of reductase has also 
been demonstrated in E. coil infected with 
bacteriophage T4, in green algae and in mam-  
malian cells. Recently a manganese-containing 
ribonucleotide reductase has been isolated f rom 
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Brevibacterium ammoniagenes and other cor- 
yneform bacteria and this enzyme probably also 
contains an organic radical [4]. Both these types of  
ribonucleotide reductases are inactivated by 
hydroxyurea or other hydroxylamine derivatives 
which reduce the organic radical. The third type of  
reductase is insensitive to hydroxyurea. It does not 
require a metal ion, but it has an absolute require- 
ment for adenosylcobalamin as a coenzyme [5]. 

Thus far no obvious pattern for the distribution 
of  these three enzyme systems is evident, although 
Dickman [6] has suggested that obligate anaerobic 
organisms use the adenosylcobalamin-dependent 
enzyme. Sprengel and Follmann [7] showed that a 
growing culture of  the strictly anaerobic 
methanogen Methanobacterium thermoauto- 
trophicum is able to incorporate cytidine into 
DNA without cleavage of  the glycosidic bond, thus 
providing indirect evidence that the ar- 
chaebacterium utilizes a ribonucleotide reductase 
system. However,  cell-free extracts of  this 
organism did not catalyze either the reduction of  
ribonucleotides or the tritium exchange reaction 
between 3 [5- HE]adenosylcobalamin and water. The 
exchange reaction is characteristic of  the 
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adenosylcobalamin-dependent reductases [8]. 
In the present paper we demonstrate that cell- 

free extracts of  M. thermoautotrophicum strain 
Marburg do catalyze the reduction of 
ribonucleotides provided that the cells are 
harvested and disrupted, and the extracts are 
assayed under strictly anaerobic conditions. These 
extracts do not, however, catalyze tritium ex- 
change between adenosylcobalamin and water. 

2. MATERIALS AND M E T H O D S  

Radioactive nucleotides (spec. act. 15.2 
Ci /mmol)  were purchased from Amersham, 
Braunschweig. Unlabelled nucleotides, alkaline 
phosphatase (from calf intestine), and hydroxy- 
urea were f rom Boehringer, Mannheim. 
[5'-3H2]Adenosylcobalamin was prepared as 
described [9]. M. thermoautotrophicum strain 
Marburg (DSM 2133) was f rom the Deutsche 
Sammlung von Mikroorganismen, G6ttingen. 
Cultures were grown at 65°C in a glass fermenter 
containing 1.51 mineral salts medium with 80070 
H2, 20o70 CO2 and 0.2o70 H2S as described by 
Sch6nheit et al. [10]. The doubling time of  the cells 
was between 90 and 120 min. 

2.1. Preparation of cell extracts 
All the following steps were performed at 4°C 

under strictly anaerobic conditions with hydrogen 
as the gas phase. Transfers were done in a glove 
box with an atmosphere of  95°7o N2 and 5°7o H2. 
Cells were harvested during mid-log phase (cor- 
responding to an absorbance of 3.2 at 578 nm) by 
centrifugation (2700 x g, 30 min) and washed once 
in 50 ml of  0.1 M K-dimethylglutarate buffer,  pH 
7.3, containing 10 mM MgCI2, 3 M glycerol, and 
0.6 mg.1-1 resazurin (buffer A). 

The cells were finally suspended in an equal 
volume of buffer A. Phenylmethylsulfonyl 
fluoride (50/~g-ml -~) was added and an extract 
was prepared f rom the cell suspension by two 
passages through a French press pressure cell at 
1100 psi. Streptomycin sulfate (1070) was then add- 
ed and after incubation on ice for 30 min, the ex- 
tract was centrifuged at 27000 × g for 45 min. The 
pellet was discarded. The cell-free extract was 
finally twice dialyzed against 500 ml of  buffer A. 
Its protein content was determined using the Bio- 
Rad protein assay (Bio-Rad, Mfinchen). 

2.2. Enzyme assays 
Assay mixtures containing 10 mM MgC12, 2 mM 

dithiothreitol, and nucleotides, as indicated below, 
in a total volume of  0 . 2 m l  of 0.5 M K- 
dimethylglutarate buffer,  pH 7.3, were pipetted in- 
to 8 ml serum bottles. The bottles were stoppered, 
evacuated for 1 min and filled with hydrogen gas 
at 1.2 bar for 1 min. This procedure was repeated 
9 times. Cell extracts (0.3 ml, approx. 10 mg of 
protein) were added by injection through the sep- 
tum and the bottles were incubated at the desired 
temperature.  After 30 min the reaction mixtures 
were transferred to 1.5 ml Eppendorf  tubes and 
heated at 100°C for 10 min. 20~1 of  0.5 M Tris- 
HC1 buffer,  pH 8.9, and 10/A alkaline 
phosphatase (10 mg.m1-1) were added and the 
tubes were incubated at 37°C for 90 min. The reac- 
tion mixtures were then heated at 100°C for 5 min, 
cooled and centrifuged. Deoxyribonucleosides 
were analyzed by H P L C  as described [11]. 

For the tritium exchange experiments, 
[5' -3Hz]adenosylcobalamin (0.07 mM, 9 x 
106 cpm//zmol) was included in the reaction mix- 
tures which were incubated in the dark, under H2 
at 55°C for 30 min. The mixtures were then frozen 
in liquid nitrogen. The water was collected by 
sublimation and the radioactivity of  a 0.1 ml ali- 
quot was determined by liquid scintillation coun- 
ting in 10 ml Omniszintisol (Merck) cocktails. 

3. RESULTS AND DISCUSSION 

Ribonucleotide reductase activity has been 
measured for the first time in the methanogenic ar- 
chaebacterium M. thermoautotrophicum. The 
results presented in table 1 demonstrate that a 
dialyzed cell extract prepared and incubated under 
strictly anaerobic conditions in the presence of Hz 
is able to catalyze the reduction of  cytidine-5'-  
diphosphate and of guanosine-5 '-diphosphate.  
Under the assay conditions the cell extract 
generated sufficient reducing equivalents from 
molecular hydrogen and thus no added thiol, such 
as dithiothreitol, was needed. Adenosylcobalamin 
did neither stimulate nor inhibit CDP reduction. 
Indeed, cell extracts did not catalyze the tritium 
exchange between [5'-3Hz]adenosylcobalamin and 
water. The reductase system of  the strict anaerobe 
is very sensitive to oxygen. Incubation of an ex- 
tract, prepared under Hz, in the presence of  air for 
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Table 1 

Reduction of ribonucleotides by dialyzed cell extracts of M. 
thermoautotrophicum 

Assay conditions a Effector Deoxyribonucleotide 
nucleotide formation 

nmol % 

CDP reduction ATP (2 mM) 2.94 b 100 
none 0.18 6 

dTTP (0.5 mM) 0.35 12 
+ AdoCbl (40/zM) ATP 2.88 98 
+ hydroxyurea (20 mM) ATP 1.21 41 
+ hydroxyurea (100 mM) ATP 0.41 14 
+ air ATP 0.62 21 
GDP reduction dTTP (0.5 mM) 1.64 100 

none 0.10 7 
ATP (2 mM) 0.18 11 

a Assays contained 10 mM MgCl2; 2 mM dithiothreitol; 50/zM [5-3H]CDP 
or [8)H]GDP,  respectively; 0,2 M K-dimethylglutarate buffer, pH 7.3; 
12.6 mg protein; and effector nucleotides and other additions as indicated. 
The assay mixtures were incubated for 30 min at 55°C under a hydrogen 
atmosphere or where indicated in the presence of air 

b From the growth rate, the size of the ge nome  (10 9 Da) and the G-C content 
(4807o) [12], it can be calculated that the rate of CDP reduction in vitro is 
approx. 8°70 of the deoxycytidylate formation required for DNA synthesis 
in vitro 

30 min  resul ted in an  80°70 loss o f  act ivi ty.  Even 
under  anae rob ic  cond i t ions  r ibonuc leo t ide  reduc-  
t ion  p roceeded  l inear ly  for  only  10-15  min.  It is 
thus  not  at  all  surpr i s ing  tha t  Sprengel  and  
F o l l m a n n  [7] were unable  to  detect  enzyme act iv i ty  
in extracts  f rom M. thermoautotrophicum 
harves ted ,  d i s rup ted ,  and  assayed  in the  presence 
o f  air .  

R ibonuc leo t ide  reductase  o f  M. thermo- 
autotrophicum is not  very sensit ive to hyd roxy-  
urea;  even concen t ra t ions  as high as 100 m M  do 
not  comple te ly  abol i sh  act ivi ty.  These  results  a re  in 
accord  with our  in vivo obse rva t ions .  The  a d d i t i o n  
o f  l0  m M  h y d r o x y u r e a  to  a g rowing  cul ture  does  
no t  a f fec t  the p ro l i f e r a t i on  o f  the cells: concen t ra -  
t ions  as high as 50 or  100 m M  are  needed  to inhibi t  
g rowth .  

The  reduc t ion  o f  r ibonuc leos ide  d iphosph a t e s  
depends  on  the presence o f  nucleos ide  
t r i phospha t e s  as posi t ive  a l los ter ic  ef fectors .  Thus ,  
C D P  reduc t ion  requires  A T P  at an o p t i m u m  con-  
cen t ra t ion  o f  1 - 2 m M  ( f ig . l ) .  The  nuc leo t ide  
d A T P  s t imula tes  C D P  reduc t ion  on ly  at  a much  

lower  concen t r a t i on  (fig.2) and  at  higher  concen-  
t ra t ions  it acts  as an inh ib i tor .  The  reduc t ion  o f  
G D P  requires  t hymid ine  t r i phospha t e  as a posi t ive  
ef fec tor ,  its o p t i m u m  concen t r a t i on  is app rox .  
0.5 m M .  The  effects  o f  these nucleot ides  on 
subs t ra te  r educ t ion  are specific.  A T P  does  not  
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Fig.1. Dependence of CDP reduction on ATP. Assay 
conditions are as in table 1 with 7.8 mg protein. 
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Fig.2. Effect of dATP on the reduction of CDP. Assay 
conditions are as in table 1 with 10.2 mg protein. 
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Fig.3. Temperature dependence of M. 
thermoautotrophicum ribonucleotide reductase in vitro. 
The assay mixtures described in table l, containing 
10.2 mg protein, were incubated for 30 min under a 

hydrogen atmosphere at the desired temperature. 

stimulate GDP reduction and dTTP does not af- 
fect CDP reduction (table 1). This pattern of ac- 
tivity modulation is very similar to that observed in 
the non-heme-iron ribonucleotide reductases of  E. 
coli, Scenedesmus obliquus and mammalian cells 
[1,11,13]. 

The temperature dependence of CDP reduction 
by cell extracts of M. thermoautotrophicum is 
shown in fig.3. The narrow optimum temperature 
range (55-60°C) observed in vitro is almost 10°C 
lower than the optimum temperature for the 
growth of the thermophile. 

As mentioned above, three different types of  
ribonucleotide reductases are known. The enzyme 

of  M. thermoautotrophicum does not require add- 
ed adenosylcobalamin. However, this fact and the 
inability of cell extracts to catalyze the tritium ex- 
change reaction do not provide conclusive evidence 
for an adenosylcobalamin-independent reductase. 
Recently, Kr~iutler et al. [14] have shown that the 
corrinoids of M. thermoautotrophicum are of the 
factor III type, containing 5-hydroxybenzimi- 
dazole instead of  5,6-dimethylbenzimidazole as 
the lower ligand. It is thus possible that in this 
organism adenosylfactor III is the only corrinoid 
that functions as a coenzyme for the reductase (but 
see [15]). On the other hand the allosteric behav- 
iors of ATP and dATP on the reduction of CDP 
and that of  dTTP on the reduction of  GDP are 
very similar to the effects of the nucleotides in the 
adenosylcobalamin-independent reductases. It has 
been pointed out before that although the various 
ribonucleotide reductases differ in subunit struc- 
ture and cofactor requirement, they all catalyze the 
reduction of  ribonucleotides by a similar mecha- 
nism [2,16]. Because the enzyme from M. thermo- 
autotrophicum is unique in its extreme sensitivity 
to oxygen, it may present yet another type dif- 
fering in structure and catalytic site. 

ACKNOWLEDGEMENTS 

This work was supported by Deutsche 
Forschungsgemeinschaft, Sonderforschungs- 
bereich 103 (Zellenergetik und Zelldifferen- 
zierung). H.P .C.H.  was a recipient of  an 
Alexander von Humboldt-Stiftung Senior Scientist 
Award. We thank Ms Johanna Moll and all 
members of the research groups for their expert 
assistance and cooperation. 

REFERENCES 

[1] Thelander, L. and Reichard, P. (1979) Annu. Rev. 
Biochem. 48, 133-158. 

[2] Lammers, P. and Follman, H. (1983) Structure and 
Bonding 54, 27-91. ~ 

[3] Hogenkamp, H.P.C. (1984) Pharmac. Thee 23, 
393-405. 

[4] Willing, A., Follmann, H. and Auling, G. (1987) 
Eur. J. Biochem., submitted. 

[5] Blakley, R.L. (1982) in: Bl2: Biochemistry and 
Medicine (Dolphin, D .ed . )  vol.2, pp.381-418, 
Wiley-Interscience, New York. 

[6] Dickman, S.R. (1977) J. Mol. Evol. 10, 251-260. 

200 



Volume 219, number 1 FEBS LETTERS July 1987 

[7] Sprengel, G. and Follmann, H. (1981) FEBS Lett. 
132, 201-209. 

[8] Gleason, F.K. and Hogenkamp, H.P.C. (1972) 
Biochim. Biophys. Acta 271, 466-470. 

[9] Hogenkamp, H.P.C. and Gleason, F.K. (1971) 
Methods Enzymol. 18C, 65-71. 

[10] Sch6nheit, P., Moll, J. and Thauer, R.K. (1979) 
Arch. Microbiol. 123, 105-107. 

[11] Hofmann, R., Feller, W., Pries, M. and Follmann, 
H. (1985) Biochim. Biophys. Acta 832, 98-112. 

[12] Brandis, A., Thauer, R.K. and Stetter, K.O. (1981) 
Zbl. Bakt. Hyg., I. Abt. Orig. C2, 311-317. 

[13] Eriksson, S., Thelander, L. and Akerman, M. 
(1979) Biochemistry 18, 2948-2952. 

[14] Kr~iutler, B., Moll, J. and Thauer, R.K. (1987) Eur. 
J. Biochem. 162, 275-278. 

[15] Stupperich, E., Steiner, I. and Eisinger, H.J. (1987) 
J. Bacteriol., in press. 

[16] Follmann, H. (1982) Naturwissenschaften 69, 
75-81. 

201 


